Bioinf 301  Assignment #4 - Gene Finding & Annotation      Due Nov. 7, 2013
High Level, a small town in Northern Alberta, has recently experienced a small- scale epidemic caused by a pathogen of unknown origin.  The disease, which is 95% fatal, is characterized by surface lesions, high fever, a rapid collapse of the immune system and the concomitant growth of small tumors in the gastrointestinal tract.  Patients usually die within 3 weeks of displaying the first symptoms.  Tissue isolates from deceased patients have allowed full sequencing of this pathogen.  It is not yet clear whether the pathogen is of eukaryotic, prokaryotic or viral origin.  The complete viral genome sequence is available at the Bioinformatics 301 site: http://wishartlab.com/bioinfo301/
From this data and using any tools you wish, you are expected to:

1) Identify as many of the pathogen’s genes/proteins as possible

2) Annotate each protein with at least 5 pieces of “derived” information (name, MW, secondary structure, pI, sequence length, active site, etc.)

3) Explain the possible roles that each gene may have in the pathogenicity or life cycle of this organism

4) Suggest one or more ways of combating this pathogen

Assignment due on Nov. 7, 2013  by 11:00 am (10% off for each day late)

